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X IS ANY AMINO ACID OTHER THAN Y 



NAME /KEY : MI S COFEATURE 
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OTHER INFORMATION: X IS ANY AMINO ACID OTHER THAN N 
FEATURE : 
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66 <222> LOCATION: (242).. (242) 

67 <22 3> OTHER INFORMATION: X IS ANY AMINO ACID OTHER THAN H 

70 <220> FEATURE: 

71 <221> NAME /KEY: MISC_FEATURE 

72 <222> LOCATION: (247) . . (247) 

73 <223> OTHER INFORMATION: X IS ANY AMINO ACID OTHER THAN H 

76 <220> FEATURE: 

77 <221> NAME/KEY: MI SC_FEATURE 

78 <222> LOCATION: (248) . . (248) 

79 <223> OTHER INFORMATION: X IS ANY AMINO ACID OTHER THAN G 

82 <220> FEATURE: 

83 <221> NAME/KEY: MI SC_FEATURE 

84 <222> LOCATION: (249) . . (249) 

85 <223> OTHER INFORMATION: X IS ANY AMINO ACID OTHER THAN D 

88 <220> FEATURE: 

89 <221> NAME/KEY: MIS COFEATURE 

90 <222> LOCATION: (288) . . (288) 

91 <223> OTHER INFORMATION: X IS ANY AMINO ACID OTHER THAN H 
94 <400> SEQUENCE: 1 

96 Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 

97 1 5 10 15 

100 Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Xaa Leu Gin 

101 20 25 30 

104 Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 

105 35 40 45 

108 Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 

109 50 55 60 

112 Ser Leu Xaa Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 

113 65 70 75 80 

116 Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 

117 85 90 95 

12 0 Glu Arg Xaa Xaa Cys Phe Xaa Gin His Lys Asp Asp Asn Pro Asn Leu 
121 100 105 110 

124 Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 

125 115 120 125 

12 8 Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg 
129 130 135 140 

132 Arg Xaa Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 

133 145 150 155 160 

136 Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 

137 165 170 175 

140 Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 

141 180 185 190 

144 Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 

145 195 200 205 

148 Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 

149 210 215 220 

152 Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 

153 225 230 235 240 
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<211> LENGTH: 600 






















409 


<212> TYPE: 


PRT 
























410 


<213> ORGANISM: 


Rhesus macaque 


















412 


<400> SEQUENCE: 


3 






















414 


Leu 


Leu 


Phe 


Leu 


Phe 


Ser 


Ser Ala 


Tyr 


Ser Arg Gly Val 


Phe 


Arg 


Arg 


415 


1 








5 








10 










15 




418 


Asp 


Thr 


His 


Lys 


Ser 


Glu 


Val Ala 


His 


Arg 


Phe 


Lys 


Asp 


Leu 


Gly Glu 


419 








20 








25 










30 






422 


Glu 


His 


Phe 


Lys 


Gly Leu 


Val Leu 


Val 


Ala 


Phe 


Ser 


Gin 


Tyr 


Leu 


Gin 


423 






35 








40 










45 








426 


Gin 


Cys 


Pro 


Phe 


Glu 


Glu 


His Val 


Lys 


Leu 


Val 


Asn 


Glu 


Val 


Thr 


Glu 


427 




50 










55 








60 










430 


Phe 


Ala 


Lys 


Thr 


Cys 


Val 


Ala Asp 


Glu 


Ser 


Ala 


Glu 


Asn 


Cys 


Asp 


Lys 


431 


65 










70 








75 










80 


434 


Ser 


Leu 


His 


Thr 


Leu 


Phe 


Gly Asp 


Lys 


Leu 


Cys 


Thr 


Val 


Ala 


Thr 


Leu 


435 










85 








90 










95 




438 


Arg 


Glu 


Thr 


Tyr 


Gly Glu 


Met Ala 


Asp 


Cys 


Cys 


Ala 


Lys 


Gin 


Glu 


Pro 


439 








100 








105 










110 






442 


Glu Arg 


Asn 


Glu 


Cys 


Phe 


Leu Gin 


His 


Lys 


Asp 


Asp 


Asn 


Pro 


Asn 


Leu 


443 






115 








120 










125 









file : //C: \CRF4\Outhold\VsrJ523 312 . htm 



7/5/2006 



Page 6 of 8 




RAW SEQUENCE LISTING ERROR SUMMARY DATE: 07/05/2006 

PATENT APPLICATION: US/10/523 , 312 TIME: 14:02:40 

Input Set : A:\635725001.ST25.txt 
Output Set: N:\CRF4\07052006\J523312.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <22 0> 
to <223> fields of each sequence which presents at least one n or Xaa. 

/ // / ,////// 
Seq#:l; Xaa Pos . 30 , 67 , Bp , 1/00 , 10,3 , 1,46 , 2 £2 , 247 , 2,48 , 249 ,,2 88 

Invalid <213£y Response ; 

Use of "Artif x&iariT" only as "<6a3> Organism" response is incomplete, 

per 1*823 (bL^f^New Sequence Rules. Valid response is Artificial Sequence. 



Seq#:iril, 12 



Use of <220> Feature (NEW RULES) 

Sequence (s) are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence" 
or " Unknown " . Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104 , pp. 29631-32) 
(Sec. 1.823 of new Rules) 

Seq#:ll, 12 | 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/523 , 3 12 



DATE: 07/05/2006 
TIME: 14:02:40 



Input Set : A:\635725001.ST25.txt 
Output Set: N:\CRF4\07052006\J523312.raw 

L:13 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:100 M:341 W: (46) "n M or "Xaa" used, for SEQ IDtt : 1 after pos.:16 
M:341 Repeated in SeqNo=l 

L:1684 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ#:11, <213> 
ORGANISM Artificial 

L:1684 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:11, <213> 
ORGANISM: Artificial 

L:1684 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 11 , Line# : 1684 
L:1693 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ# : 12 , <213> 
ORGANISM : Artificial 

L:1693 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ# : 12 , <213> 
ORGANISM : Artificial 

L:1693 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 12 , Line# : 1693 
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<210> 11 
<211> 50 
<212> HN A 
<213>^7Tr / tificial 




<400> 11 

gctgaaattg tgacaaatca cttgctaccc tttttggaga caaattatgc 



<210> 
<211> 
<212> 
<213 



12 
51 




<400> 12 

gcataatttg tctccaaaaa gggtagcaag tgatttgtca caattttcag 



